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[bookmark: _Hlk100564661]
Survey on the persistence of Plenodomus tracheiphilus inoculum in of lemon groves during summer 
M. Russo1, G. Scuderi 1, M.C.  Bazzano1, S. Leocata2, A. Catara1, G. Dimaria3, A. Mosca4, V. Catara3

1Agrobiotech Soc. Coop. Stradale V. Lancia, 57 Catania, Italy; 2Studio Tecnico ASA, Stradale V. Lancia 57 Catania, Italy; 3Università degli Studi di Catania, Dipartimento di Agricoltura, Alimentazione e Ambiente, Via Santa Sofia 100, 95123 Catania; 4Università degli Studi di Catania, Dipartimento di Fisica e Astronomia, Via Santa Sofia 64, 95123 Catania, Italy. E-mail: mrusso@agrobiotech.it


[bookmark: _heading=h.30j0zll]Plenodomus tracheiphilus is the causal agent of the most destructive lemon disease. The importance and frequency of root infections have been investigated since long time, mostly in growth chamber. By DNA hybridization and later by real-time PCR the fungal inoculum was detected in the soil. The highest fungal DNA concentrations have been detected in March-April, whilst the DNA was nearly undetectable in July and August and increased again in the period September-November. To investigate the actual persistence of the inoculum in the soil during summer a survey was carried out in southern Syracuse, Italy, the most important lemon area of Italy. Soil samples were collected on June-July 2019, in 10 orchards, under the canopy of 53 lemon trees or in the area where the dead trees were grubbed. Lemon trees of different cultivar/rootstock combinations and age were sampled. In each site four subsamples were collected, 232 in total, at 10-20 cm depth where the soil temperature was between 26-32 °C, assembled per tree or site and stored in a refrigerator (4 °C) until analyzed. Total soil genomic DNA was extracted, using the kit DNeasy PowerSoil (QIAGEN). Detection of P. trachiphilus by real-time PCR was positive in approximately the 77% of the tests. Variable fungal DNA concentrations were quantified as DNA per gram of soil. Soil aliquots were plated on a semi selective medium to confirm the number of viable propagules. Metabarcoding of fungal communities recognized the presence of the P. tracheiphilus in pilot samples. 

This work was supported by the project S.I.R.P.A. funded by PO FESR 2014-2020 Sicilia action 1.1.5
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